Phantom QA Results: 32 CH

Date:04/05/2021

Dartmouth Brain Imaging Center (DBIC)

Measurement Value Comments
Signal-to-Noise Ratio (SNR) 297

Signal-to-Fluctuation-Noise ratio | 272.6

(SFNR)

Radius of Decorrelation (RDC) |6.5

(fig 3)

Drift (fig 1) 0.43

Percent Fluctuation (fig 1) 0.05

Fourier analysis of the residuals |<2

(fig 2)

Ghost Mean Percentage 2.05% Better than the recommended
(fig 10) level (3% <) in ref 2:

Table 1: Key measurements




Faw =signal <(ROIX

result.xml
1536

[percent fluct dfrend remowvedl, drift, driftfitl = [B.085, O.43, B.;

1333

15324

1933

193

1931

1538

1529

T T
ohseruved

fit

za

48 =35 28 188 128 14@ 166 188 F=35]s]
Frame number

Figure 1

Lmean, SHR, SFHRI = [15331.7 297.8 2F2.&1

Magnitude spectrum (mean scaled?

B.85 B.1 B.15 a.2 H.23
Frequency tH=z?

Figure 2



k4

Relative =td,

i mm

Smoothhness(FHHM

.81

oo

= 6.5 pixels

calc.
meas.

Smoothness CFHHM?

in mm - ®i

ROI ful

1 width, pixels

Figure 3

Cmin mean maxl = [2.138 2.218 2.3341]

4Q

1]

=15

1688 12/ 146
Timepoint

Figure 4

168

138

zaa



i mm

Smoothhness(FHHM

in mm

Smoothness CFWHM?

Smoothness CFHHM?

in mm - Y% L[min mean maxl = [E.452 2.564 2.678]

=35 48 [=15] j=35] 1@A 128 14@ 168 18a F=35]s]
Timepoint
Figure 5
Smoothhness CFHHMY in mm - 2! [min mean max] = [2.031 2.338 2.668]
T T T T T T T T T
1 1 1 1 1 1 1 1 1 T
za 48 [=15] j=3] 1688 12@a 148 168 158 f=35]s]

Timepoint

Figure 6



in mm

Center of Mass

in mm

Center of Mass

Center of Mass in mm — R [maxdisplacement driftl = [B.18353 B.16831]

T T T T T T T T T
CMass:
Fduvolrey
121.5 | -
121 -
128.5 | -
128 -
1 1 1 1 1 1 1 1 1
5] zae 48 (=15 ] 2@ 186 12@ 148 168 128 z2aa
Timepoint
Figure 7
Center of Mass in mm — Y& [maxdisplacement driftl = [B.3353 B.3331]
T T T T T T T T T
cmassy
Sduvolregy
124 -
123.5 | -
_F_____:ﬂ_-:l-?—'_
123 -
122.5 | -
1 1 1 1 1 1 1 1 1
5] 28 48 (=1 ] 2a 166 126 148 168 188 2aa

Timepoint

Figure 8



in mm

Center of Mass

Ghost mean percentage

57.3

57

56.3

1]

Center of Mass in mm - 2! [maxdisplacement driftl = [B.B53 -68.68511
T T T T T T T T T
CMAsSsSZ
Fduvolrey
1 1 1 1 1 1 1 1 1 ]
=35 48 =35} =35 188 128 14a 1668 188 =35 ]s]
Timepoint
Figure 9
Mean of ghost waxel=s as ¥ of non—-ghost [masked]l mean
tghostmean, brightghostmeand = (2,855, 5.3762
tlower is bhetter?
T T T T T T T T T
top 18% ghost
all ghost _
f=35] L15] =15 =35 10@E 1za 148 168 126 =35 ]|

Timepoint

Figure 10



Odd-even difference image
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image min: -205, image max: 240

Figure 11



Mean image
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image min: 0, image max: 2142.82

Figure 12



Standard Deviation image
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image min: 0, image max: 7.55251

Figure 13



SFNR image
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image min: 0, image max: 978.805

Figure 14
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