Phantom QA Results: 32 CH

Date:05/04/2020

Dartmouth Brain Imaging Center (DBIC)

Measurement

Value

Comments

Signal-to-Noise Ratio (SNR)

262.4

Signal-to-Fluctuation-Noise ratio
(SFNR)

264.7

Radius of Decorrelation (RDC) 5.6

(fig 3)

Drift (fig 1) 0.43

Percent Fluctuation (fig 1) 0.07

Fourier analysis of the residuals |<4 Some instability

(fig 2)

Ghost Mean Percentage 2.22% Better than the recommended
(fig 10) level (3% <) in ref 2:

Table 1: Key measurements
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Smoothness(FHUHM> in mm - X: [min mean max] = [2.878 2.174 2.388]
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Smoothness(FHUHM> in mm - ¥: [min mean max]l = [2.398 2.456 2.5611]
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Smoothness(FUHM> in mm - 2! [min mean max]l = [1.517 1.968 2.2941]
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Center of Mass in mm

Center of Mass in mm
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Center of Mass in mm - X! [maxdisplacement drift]

= [B.6815 68.018]
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Figure 7
Center of Mass in mm - ¥:! [maxdisplacement driftl = [8.825 8.6819]
1 I I I I I I I I
cmassy
Sdvolreg ——
1 | | 1 1 1 1 1 1
a t=4s] 48 Y] 1] 168 126 148 168 188 p=s 1]

Timepoint

Figure 8



Center of Mass in mm

Center of Mass in mm - 2! [maxdisplacement drift]l = [0.8308 6.827]

59 cCmassz 7
Sdvolreg
58.5 -
sa F il — i
57.5 -
1 1 1 1 1 1 1 1 1
a f=4s] 48 68 28 168 128 148 168 1288 p=s 1]
Timepoint
Figure 9
Mean of ghost voxels as % of non-ghost [masked] mean
(ghostmean, brightghostmean) = (2.2285, 5.839)
(lower is better)
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Figure 10



Odd-even difference image
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image min: -259, image max: 245
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Figure 11



Mean image
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Figure 12



Standard Deviation image

0

7.22862
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Figure 13



SFNR image
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Figure 14



Acquisition parameters
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