Phantom QA Results: 32 CH

Date:01/23/2020

Dartmouth Brain Imaging Center (DBIC)

Measurement

Value

Comments

Signal-to-Noise Ratio (SNR)
(fig 2)

281.9

Signal-to-Fluctuation-Noise ratio
(SFNR) (fig 2)

286.4

Radius of Decorrelation (RDC) |7.7

(fig 3)

Drift (fig 1) 0.38

Percent Fluctuation (fig 1) 0.05

Fourier analysis of the residuals |<2

(fig 2)

Ghost Mean Percentage 1.90% Better than the recommended
(fig 10) level (3% <) in ref 2:

Table 1: Key measurements




Faw =signal <(ROIX

Magnitude spectrum (mean scaled?

result.xml

1633

1634

1633

1638

1e31

16328

1629

1628

1627

[percent

fluct Ctrend removed?, drift, driftfitl = [B.85, B.32, @.¢

xl 1
|Y

T T
ohseruved

Nu

|HH

mn uh i rw'

za

48 =35 28 188 128 14@ 166 188
Frame number

zaa

Figure 1

[Lmean, SHE, SFHRI = [1621.53 281.9 286.41

B.1 B.15 a.2
Fregquency CH=z?

Figure 2



k4

Relative =td,

in mm

Smoothness CFWHM?

rdc = 7.7 pixels

calc.
meas.

.61 L
1 18
FOI full width, pixels
Figure 3
Smoothhness CFHHMY in mm - ¥if [min mean max] = [2.084 2.178 2.2432]
T T T T T T T T T
4 | .
3 - -
oo e e o e e i e T e i i e e
E - —
1 - -
B - —
1 1 1 1 1 1 1 1 1

loa

Timepoint

Figure 4

1za@

140

le@

12a

=35 ]]



i mm

Smoothhness(FHHM

in mm

Smoothness CFWHM?

Smoothness CFHHM?

in mm - Y% L[min mean maxl = [2.382 2.448 2.5131]

Smoocthhness CFHHMY in mm - 2! [min mean max]l = [1.311

4Q 1] =15 166 1@ 148

Timepoint

Figure 5

168 138

1.948 2.2391]

zaa

48 =15] =35] loa 1za@ 140

Timepoint

Figure 6

le@ 12a

=35 ]]



in mm

Center of Mass

in mm

Center of Mass

Center of Mass in mm — X! [maxdisplacement driftl = [B.018 -8.087]

128 F T T T T T T T T T =
CMassx
Fduvolrey
119.5 | -
119 -
112.3 | -
1 1 1 1 1 1 1 1 1
5] ca 408 Y] =15 1868 1@ 148 168 1@ zaa
Timepoint
Figure 7
Center of Mass in mm — Y& [maxdisplacement driftl = [B.0643 B.0331]
T T T T T T T T T
| cmassy i
183 Fduvolrey
122.3 | -
122 -
121.5 | -
1 1 1 1 1 1 1 1 1
5] ca 408 Y] =15 1868 1@ 148 168 1@ zaa

Timepoint

Figure 8



in mm

Center of Mass

Ghost mean percentage

38

7.3

ar

TE. 3

Center of Mass in mm - 2! [maxdisplacement driftl = [B.6168 -68.686811]
T T T T T T T T T
CMassz
B Fduvolrey T
1 1 1 1 1 1 1 1 1
a za 4/ =15 =15 18@ 12/ 148 168 188

Timepoint

Figure 9

Mean of ghost wvaxels as X of non—-ghost [maskedl mean
tghostmean, brightghostmeany = C1.981, 4.7630
Clower is hetter?

zaa

T T T
top 18Y% ghost

all ghost

168 128 14@ 16A@ 188

Timepoint

Figure 10

zaa



Odd-even difference image

-325 246

image min: -325, image max: 246

Figure 11



Mean image

2270.78

0
B

image min: 0, image max: 2270.78

Figure 12



Standard Deviation image

0 6.77537

image min: 0, image max: 6.82012

Figure 13



SFNR image

0

1012.81

image min: 0, image max: 1012.81

Figure 14



Acquisition parameters
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institutionaddress
institutionaldepartmentname
scanoptions
mracquisitiontype
sequencename

angioflag

numaverages
imagingfrequency
imagednucleus
spacingbetweenslices
numphaseencodingsteps
echotrainlength
percentsampling
percentphasefieldofview
scannerserialnumber
softwareversions

inplanephaseencodingdirection

variableflipangleflag
sar

dBdt
acquisitionnumber
instancenumber
samplesperpixel
photometricinterpretation
rows
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bitsallocated
bitsstored

highbit
pixelbandwidth
otherinfo

sliceorder
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